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RESULTS: 5 = Figure 7. Compartmentalization of HIV-1 quasispecies in duodenal mucosa vs. blood
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RNA was detected at low level (1-7 copies/mg) in duodenal tissue of 13/14 subjects despite being on sustained effective ART q value

for a median duration of 5 years. Figure 8. Viral population diversity in peripheral blood and duodenum compartments
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CD45R‘O | CD45RO TN Tewm Tewm Virus diversity in C2V3C3 env region was reduced in duodenum vs blood compartment. The median number of variants in the

quasispecies was higher in peripheral blood than in duodenal mucosa (n=10 vs. 7 variants, respectively, P<0.01). Shannon
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Figure 1. Characterization of T cell subsets in peripheral blood and duodenal mucosa (lamina propria) 1 entropy and hill numbers showed higher virus diversity in peripheral blood than in duodenal mucosa.
HIV-1 coreceptor usage was genotypicaly predicted at a clonal level
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Figure 2. Frequency of HLA-DR*CD4* T cells in blood and Figure 3. Frequency of Ki67* in duodenal CD4* T cells of HIV- PyroVir software In peripheral blood and duodenum CD4”T cells. CONCLUSION : HIV-1 persists in the duodenum mucosa on ART with increased levels of infected cells compared to blood
duodenum compartments from HIV-1-infected individuals 1-infected individuals vs. uninfected controls CD4* T cells, and low-level mucosal HIV-1 RNA production. Virus diversity was reduced with enrichment in CCR5-using viruses
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